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Input Set: 



Output Set: 



Started: 2008-04-17 12:10:07.828 
Finished: 2008-04-17 12:10:15.121 

Elapsed: 0 hr(s) 0 min(s) 7 sec(s) 293 ms 
Total Warnings: 2 4 
Total Errors: 0 
No. of SeqIDs Defined: 30 
Actual SeqID Count: 30 

Error code Error Description 

W 213 Artificial or Unknown found in <213> in SEQ ID 

W 213 Artificial or Unknown found in <213> in SEQ ID 

W 213 Artificial or Unknown found in <213> in SEQ ID 

W 213 Artificial or Unknown found in <213> in SEQ ID 

W 213 Artificial or Unknown found in <213> in SEQ ID 

W 213 Artificial or Unknown found in <213> in SEQ ID 

W 213 Artificial or Unknown found in <213> in SEQ ID 

W 213 Artificial or Unknown found in <213> in SEQ ID 

W 213 Artificial or Unknown found in <213> in SEQ ID 

W 213 Artificial or Unknown found in <213> in SEQ ID 

W 213 Artificial or Unknown found in <213> in SEQ ID 

W 213 Artificial or Unknown found in <213> in SEQ ID 

W 213 Artificial or Unknown found in <213> in SEQ ID 

W 213 Artificial or Unknown found in <213> in SEQ ID 

W 213 Artificial or Unknown found in <213> in SEQ ID 

W 213 Artificial or Unknown found in <213> in SEQ ID 

W 213 Artificial or Unknown found in <213> in SEQ ID 

W 213 Artificial or Unknown found in <213> in SEQ ID 

W 213 Artificial or Unknown found in <213> in SEQ ID 

W 213 Artificial or Unknown found in <213> in SEQ ID 



Input Set: 



Output Set: 



Started: 2008-04-17 12:10:07.828 

Finished: 2008-04-17 12:10:15.121 

Elapsed: O hr(s) 0 min(s) 7 sec(s) 293 ms 

Total Warnings: 2 4 

Total Errors: 0 

No. of SeqIDs Defined: 30 

Actual SeqID Count: 30 

Error code Error Description 

This error has occured more than 20 times, will not be displayed 



SEQUENCE LISTING 

<110> SUEISHI, Katsuo 

YONEMITSU, Yoshikazu 

SHIKADA, Yasunori 
TSUTSUMI, Norifumi 
HASEGAWA, Mamoru 

<120> Methods for suppressing tumor proliferation 

<130> 50026/062001 

<140> 10598947 
<141> 2008-04-17 

<150> PCT/JP20 05/0 04 48 5 
<151> 2005-03-15 

<150> JP 2004-074570 
<151> 2004-03-16 

<160> 30 

<170> Patentin version 3.3 

<210> 1 

<211> 2797 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (839) . . (1471) 

<400> 1 

acgcgcgccc tgcggagccc gcccaactcc ggcgagccgg gcctgcgcct actcctcctc 60 

ctcctctccc ggcggcggct gcggcggagg cgccgactcg gccttgcgcc cgccctcagg 120 

cccgcgcggg cggcgcagcg aggccccggg cggcgggtgg tggctgccag gcggctcggc 18 0 

cgcgggcgct gcccggcccc ggcgagcgga gggcggagcg cggcgccgga gccgagggcg 24 0 

cgccgcggag ggggtgctgg gccgcgctgt gcccggccgg gcggcggctg caagaggagg 30 0 

ccggaggcga gcgcggggcc ggcggtgggc gcgcagggcg gctcgcagct cgcagccggg 360 

gccgggccag gcgttcaggc aggtgatcgg tgtggcggcg gcggcggcgg cggccccaga 42 0 

ctccctccgg agttcttctt ggggctgatg tccgcaaata tgcagaatta ccggccgggt 48 0 

cgctcctgaa gccagcgcgg ggagcgagcg cggcggcggc cagcaccggg aacgcaccga 54 0 

ggaagaagcc cagcccccgc cctccgcccc ttccgtcccc accccctacc cggcggccca 60 0 



ggaggctccc cggctgcggc gcgcactccc tgtttctcct cctcctggct ggcgctgcct 660 



gcctctccgc actcactgct cgccgggcgc cgtccgccag ctccgtgctc cccgcgccac 720 

cctcctccgg gccgcgctcc ctaagggatg gtactgaatt tcgccgccac aggagaccgg 78 0 

ctggagcgcc cgccccgcgc ctcgcctctc ctccgagcag ccagcgcctc gggacgcg 838 

atg agg acc ttg get tgc ctg ctg etc etc ggc tgc gga tac etc gee 886 

Met Arg Thr Leu Ala Cys Leu Leu Leu Leu Gly Cys Gly Tyr Leu Ala 

15 10 15 

cat gtt ctg gee gag gaa gee gag ate ecc cgc gag gtg ate gag agg 934 

His Val Leu Ala Glu Glu Ala Glu lie Pro Arg Glu Val lie Glu Arg 

20 25 30 

ctg gee cgc agt eag ate cae age ate egg gae etc eag ega etc ctg 982 

Leu Ala Arg Ser Gin lie His Ser lie Arg Asp Leu Gin Arg Leu Leu 

35 40 45 

gag ata gae tec gta ggg agt gag gat tet ttg gae ace age ctg aga 1030 

Glu lie Asp Ser Val Gly Ser Glu Asp Ser Leu Asp Thr Ser Leu Arg 
50 55 60 

get cac ggg gtc cac gcc act aag cat gtg ccc gag aag egg ccc ctg 1078 

Ala His Gly Val His Ala Thr Lys His Val Pro Glu Lys Arg Pro Leu 

65 70 75 80 

ccc att egg agg aag aga age ate gag gaa get gtc ccc get gtc tgc 112 6 

Pro lie Arg Arg Lys Arg Ser lie Glu Glu Ala Val Pro Ala Val Cys 

85 90 95 

aag ace agg aeg gtc att tac gag att ect egg agt eag gtc gae ccc 1174 

Lys Thr Arg Thr Val lie Tyr Glu lie Pro Arg Ser Gin Val Asp Pro 

100 105 110 

aeg tee gee aae tte ctg ate tgg eee ecg tgc gtg gag gtg aaa cgc 1222 

Thr Ser Ala Asn Phe Leu lie Trp Pro Pro Cys Val Glu Val Lys Arg 

115 120 125 

tgc ace ggc tgc tgc aae aeg age agt gtc aag tgc eag ccc tee cgc 127 0 

Cys Thr Gly Cys Cys Asn Thr Ser Ser Val Lys Cys Gin Pro Ser Arg 
130 135 140 

gtc cae cac cgc age gtc aag gtg gee aag gtg gaa tac gtc agg aag 1318 

Val His His Arg Ser Val Lys Val Ala Lys Val Glu Tyr Val Arg Lys 

145 150 155 160 

aag cca aaa tta aaa gaa gtc eag gtg agg tta gag gag cat ttg gag 1366 

Lys Pro Lys Leu Lys Glu Val Gin Val Arg Leu Glu Glu His Leu Glu 

165 170 175 

tgc gee tgc gcg ace aea age ctg aat ecg gat tat egg gaa gag gae 1414 

Cys Ala Cys Ala Thr Thr Ser Leu Asn Pro Asp Tyr Arg Glu Glu Asp 

180 185 190 



aeg gga agg ect agg gag tea ggt aaa aaa egg aaa aga aaa agg tta 



1462 



Thr Gly Arg Pro Arg Glu Ser Gly Lys Lys Arg Lys Arg Lys Arg Leu 



aaa ccc acc taagatgtga ggtgaggatg agccgcagcc ctttcctggg 1511 
Lys Pro Thr 
210 

acatggatgt acatggcgtg ttacattcct gaacctacta tgtacggtgc tttattgcca 1571 

gtgtgcggtc tttgttctcc tccgtgaaaa actgtgtccg agaacactcg ggagaacaaa 1631 

gagacagtgc acatttgttt aatgtgacat caaagcaagt attgtagcac tcggtgaagc 1691 

agtaagaagc ttccttgtca aaaagagaga gagagagaga gagagagaaa acaaaaccac 1751 

aaatgacaaa aacaaaacgg actcacaaaa atatctaaac tcgatgagat ggagggtcgc 1811 

cccgtgggat ggaagtgcag aggtctcagc agactggatt tctgtccggg tggtcacagg 1871 

tgcttttttg ccgaggatgc agagcctgct ttgggaacga ctccagaggg gtgctggtgg 1931 

gctctgcagg gcccgcagga agcaggaatg tcttggaaac cgccacgcga actttagaaa 1991 

ccacacctcc tcgctgtagt atttaagccc atacagaaac cttcctgaga gccttaagtg 2051 

gttttttttt ttgtttttgt tttgtttttt ttttttttgt tttttttttt tttttttttt 2111 

tttacaccat aaagtgatta ttaagcttcc ttttactctt tggctagctt tttttttttt 2171 

tttttttttt ttttttttta attatctctt ggatgacatt tacaccgata acacacaggc 2231 

tgctgtaact gtcaggacag tgcgacggta tttttcctag caagatgcaa actaatgaga 2291 

tgtattaaaa taaacatggt atacctacct atgcatcatt tcctaaatgt ttctggcttt 2351 

gtgtttctcc cttaccctgc tttatttgtt aatttaagcc attttgaaag aactatgcgt 2411 

caaccaatcg tacgccgtcc ctgcggcacc tgccccagag cccgtttgtg gctgagtgac 2 471 

aacttgttcc ccgcagtgca cacctagaat gctgtgttcc cacgcggcac gtgagatgca 2531 

ttgccgcttc tgtctgtgtt gttggtgtgc cctggtgccg tggtggcggt cactccctct 2591 

gctgccagtg tttggacaga acccaaattc tttatttttg gtaagatatt gtgctttacc 2651 

tgtattaaca gaaatgtgtg tgtgtggttt gtttttttgt aaaggtgaag tttgtatgtt 2 711 

tacctaatat tacctgtttt gtatacctga gagcctgcta tgttcttctt ttgttgatcc 2771 

aaaattaaaa aaaaaatacc accaac 2 7 97 



<210> 2 

<211> 211 

<212> PRT 

<213> Homo sapiens 



<400> 2 



Met Arg Thr Leu Ala Cys Leu Leu Leu Leu Gly Cys Gly Tyr Leu Ala 
15 10 15 



His Val Leu Ala Glu Glu Ala Glu lie Pro Arg Glu Val lie Glu Arg 
20 25 30 



Leu Ala Arg Ser Gin lie His Ser lie Arg Asp Leu Gin Arg Leu Leu 
35 40 45 



Glu lie Asp Ser Val Gly Ser Glu Asp Ser Leu Asp Thr Ser Leu Arg 
50 55 60 



Ala His Gly Val His Ala Thr Lys His Val Pro Glu Lys Arg Pro Leu 
65 70 75 80 



Pro lie Arg Arg Lys Arg Ser lie Glu Glu Ala Val Pro Ala Val Cys 
85 90 95 



Lys Thr Arg Thr Val lie Tyr Glu lie Pro Arg Ser Gin Val Asp Pro 
100 105 110 



Thr Ser Ala Asn Phe Leu lie Trp Pro Pro Cys Val Glu Val Lys Arg 
115 120 125 



Cys Thr Gly Cys Cys Asn Thr Ser Ser Val Lys Cys Gin Pro Ser Arg 
130 135 140 



Val His His Arg Ser Val Lys Val Ala Lys Val Glu Tyr Val Arg Lys 
145 150 155 160 



Lys Pro Lys Leu Lys Glu Val Gin Val Arg Leu Glu Glu His Leu Glu 
165 170 175 



Cys Ala Cys Ala Thr Thr Ser Leu Asn Pro Asp Tyr Arg Glu Glu Asp 
180 185 190 



Thr Gly Arg Pro Arg Glu Ser Gly Lys Lys Arg Lys Arg Lys Arg Leu 
195 200 205 



Lys Pro Thr 
210 



<210> 3 

<211> 2740 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (839) . . (1426) 

<400> 3 

acgcgcgccc tgcggagccc gcccaactcc ggcgagccgg gcctgcgcct actcctcctc 60 

ctcctctccc ggcggcggct gcggcggagg cgccgactcg gccttgcgcc cgccctcagg 12 0 

cccgcgcggg cggcgcagcg aggccccggg cggcgggtgg tggctgccag gcggctcggc 18 0 

cgcgggcgct gcccggcccc ggcgagcgga gggcggagcg cggcgccgga gccgagggcg 24 0 

cgccgcggag ggggtgctgg gccgcgctgt gcccggccgg gcggcggctg caagaggagg 30 0 

ccggaggcga gcgcggggcc ggcggtgggc gcgcagggcg gctcgcagct cgcagccggg 360 

gccgggccag gcgttcaggc aggtgatcgg tgtggcggcg gcggcggcgg cggccccaga 42 0 

ctccctccgg agttcttctt ggggctgatg tccgcaaata tgcagaatta ccggccgggt 480 

cgctcctgaa gccagcgcgg ggagcgagcg cggcggcggc cagcaccggg aacgcaccga 54 0 

ggaagaagcc cagcccccgc cctccgcccc ttccgtcccc accccctacc cggcggccca 60 0 

ggaggctccc cggctgcggc gcgcactccc tgtttctcct cctcctggct ggcgctgcct 660 

gcctctccgc actcactgct cgccgggcgc cgtccgccag ctccgtgctc cccgcgccac 72 0 

cctcctccgg gccgcgctcc ctaagggatg gtactgaatt tcgccgccac aggagaccgg 780 

ctggagcgcc cgccccgcgc ctcgcctctc ctccgagcag ccagcgcctc gggacgcg 838 

atg agg acc ttg get tgc ctg ctg etc etc gge tge gga tae ete gee 88 6 
Met Arg Thr Leu Ala Cys Leu Leu Leu Leu Gly Cys Gly Tyr Leu Ala 
15 10 15 

eat gtt etg gee gag gaa gee gag ate eee ege gag gtg ate gag agg 934 
His Val Leu Ala Glu Glu Ala Glu lie Pro Arg Glu Val lie Glu Arg 

20 25 30 

ctg gcc cgc agt cag ate cac age ate egg gac etc cag cga etc ctg 982 
Leu Ala Arg Ser Gin lie His Ser lie Arg Asp Leu Gin Arg Leu Leu 
35 40 45 

gag ata gac tee gta ggg agt gag gat tet ttg gac ace age etg aga 1030 
Glu lie Asp Ser Val Gly Ser Glu Asp Ser Leu Asp Thr Ser Leu Arg 
50 55 60 



get cac ggg gtc cac gcc act aag cat gtg eee gag aag egg eee ctg 



1078 



Ala His Gly Val His Ala Thr Lys His Val Pro Glu Lys Arg Pro Leu 
65 70 75 80 



ccc att egg agg aag aga age ate gag gaa get gte eee get gte tge 112 6 

Pro lie Arg Arg Lys Arg Ser lie Glu Glu Ala Val Pro Ala Val Cys 
85 90 95 

aag acc agg acg gte att tac gag att cot egg agt cag gte gac eee 1174 
Lys Thr Arg Thr Val lie Tyr Glu lie Pro Arg Ser Gin Val Asp Pro 
100 105 110 

aeg tee gee aae tte etg ate tgg eee eeg tge gtg gag gtg aaa ege 1222 
Thr Ser Ala Asn Phe Leu lie Trp Pro Pro Cys Val Glu Val Lys Arg 
115 120 125 

tge aee gge tge tge aae aeg age agt gte aag tge eag eee tee ege 1270 
Cys Thr Gly Cys Cys Asn Thr Ser Ser Val Lys Cys Gin Pro Ser Arg 
130 135 140 

gte eae eae ege age gte aag gtg gee aag gtg gaa tae gte agg aag 1318 
Val His His Arg Ser Val Lys Val Ala Lys Val Glu Tyr Val Arg Lys 
145 150 155 160 

aag eea aaa tta aaa gaa gte eag gtg agg tta gag gag eat ttg gag 136 6 

Lys Pro Lys Leu Lys Glu Val Gin Val Arg Leu Glu Glu His Leu Glu 
165 170 175 

tge gee tge geg aee aea age etg aat eeg gat tat egg gaa gag gae 1414 
Cys Ala Cys Ala Thr Thr Ser Leu Asn Pro Asp Tyr Arg Glu Glu Asp 
180 185 190 

aeg gat gtg agg tgaggatgag ccgcagccct ttcctgggac atggatgtac 146 6 
Thr Asp Val Arg 
195 

atggegtgtt aeatteetga aeetaetatg taeggtgett tattgeeagt gtgeggtett 152 6 

tgttctcctc cgtgaaaaac tgtgtccgag aacactcggg agaacaaaga gacagtgcac 158 6 

atttgtttaa tgtgaeatea aageaagtat tgtageaete ggtgaageag taagaagett 164 6 

eettgteaaa aagagagaga gagagagaga gagagaaaae aaaaeeaeaa atgaeaaaaa 170 6 

caaaaeggae tcacaaaaat atctaaacte gatgagatgg agggtegeee egtgggatgg 1766 

aagtgcagag gtctcagcag actggatttc tgtccgggtg gtcacaggtg cttttttgcc 182 6 

gaggatgeag ageetgettt gggaaegaet eeagaggggt getggtggge tetgeaggge 188 6 

eegeaggaag eaggaatgte ttggaaaeeg eeaegegaae tttagaaaee aeaeeteete 194 6 

gctgtagtat ttaagcccat acagaaacct tcctgagagc cttaagtggt tttttttttt 2 00 6 

gtttttgttt tgtttttttt ttttttgttt tttttttttt tttttttttt taeaccataa 2066 

agtgattatt aagetteett ttaetetttg getagetttt tttttttttt tttttttttt 2126 



tttttttaat tatctcttgg atgacattta caccgataac acacaggctg ctgtaactgt 218 6 

caggacagtg cgacggtatt tttcctagca agatgcaaac taatgagatg tattaaaata 224 6 

aacatggtat acctacctat gcatcatttc ctaaatgttt ctggctttgt gtttctccct 230 6 

taccctgctt tatttgttaa tttaagccat tttgaaagaa ctatgcgtca accaatcgta 2366 

cgccgtccct gcggcacctg ccccagagcc cgtttgtggc tgagtgacaa cttgttcccc 242 6 

gcagtgcaca cctagaatgc tgtgttccca cgcggcacgt gagatgcatt gccgcttctg 2 48 6 

tctgtgttgt tggtgtgccc tggtgccgtg gtggcggtca ctccctctgc tgccagtgtt 2546 

tggacagaac ccaaattctt tatttttggt aagatattgt gctttacctg tattaacaga 2 60 6 

aatgtgtgtg tgtggtttgt ttttttgtaa aggtgaagtt tgtatgttta cctaatatta 2 666 

cctgttttgt atacctgaga gcctgctatg ttcttctttt gttgatccaa aattaaaaaa 272 6 

aaaataccac caac 2 74 0 



<210> 4 

<211> 196 

<212> PRT 

<213> Homo sapiens 

<400> 4 

Met Arg Thr Leu Ala Cys Leu Leu Leu Leu Gly Cys Gly Tyr Leu Ala 
15 10 15 

His Val Leu Ala Glu Glu Ala Glu lie Pro Arg Glu Val lie Glu Arg 
20 25 30 

Leu Ala Arg Ser Gin lie His Ser lie Arg Asp Leu Gin Arg Leu Leu 

35 40 45 

Glu lie Asp Ser Val Gly Ser Glu Asp Ser Leu Asp Thr Ser Leu Arg 
50 55 60 

Ala His Gly Val His Ala Thr Lys His Val Pro Glu Lys Arg Pro Leu 
65 70 75 80 

Pro lie Arg Arg Lys Arg Ser lie Glu Glu Ala Val Pro Ala Val Cys 



Lys Thr Arg Thr Val lie Tyr Glu lie Pro Arg Ser Gin Val Asp Pro 
100 105 110 



Thr Ser Ala Asn Phe Leu lie Trp Pro Pro Cys Val Glu Val Lys Arg 
115 120 125 



Cys Thr Gly Cys Cys Asn Thr Ser Ser Val Lys Cys Gin Pro Ser Arg 
130 135 140 



Val His His Arg Ser Val Lys Val Ala Lys Val Glu Tyr Val Arg Lys 
145 150 155 160 



Lys Pro Lys Leu Lys Glu Val Gin Val Arg Leu Glu Glu His Leu Glu 
165 170 175 



Cys Ala Cys Ala Thr Thr Ser Leu Asn Pro Asp Tyr Arg Glu Glu Asp 
180 185 190 



Thr Asp Val Arg 
195 



<210> 5 

<211> 6633 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (395) . . (3661) 

<400> 5 

ttctccccgc cccccagttg ttgtcgaagt ctgggggttg ggactggacc ccctgattgc 60 

gtaagagcaa aaagcgaagg cgcaatctgg acactgggag attcggagcg cagggagttt 12 0 

gagagaaact tttattttga agagaccaag gttgaggggg ggcttatttc ctgacagcta 18 0 

tttacttaga gcaaatgatt agttttagaa ggatggacta taacattgaa tcaattacaa 24 0 

aacgcggttt ttgagcccat tactgttgga gctacaggga gagaaacagg aggagactgc 30 0 

aagagatcat ttgggaaggc cgtgggcacg ctctttactc catgtgtggg acattcattg 360 

cggaataaca tcggaggaga agtttcccag agct atg ggg act tec cat ccg gcg 415 

Met Gly Thr Ser His Pro Ala 
1 5 

ttc ctg gtc tta ggc tgt ctt etc aca ggg ctg age eta ate etc tge 463 
Phe Leu Val Leu Gly Cys Leu Leu Thr Gly Leu Ser Leu lie Leu Cys 
10 15 20 

cag ctt tea tta cec tet ate ctt eca aat gaa aat gaa aag gtt gtg 511 



Gin Leu Ser Leu Pro Ser lie Leu Pro Asn Glu Asn Glu Lys Val Val 
25 30 35 



cag ctg aat 

Gin Leu Asn 
40 

age tgg cag 

Ser Trp Gin 

aga aat gaa 

Arg Asn Glu 



age agt gcc 
Ser Ser Ala 



tea tec ttt 
Ser Ser Phe 
45 

tac ecc atg 
Tyr Pro Met 
60 

gaa aac aac 
Glu Asn Asn 
75 

teg geg gee 
Ser Ala Ala 



tet etg aga 
Ser Leu Arg 

tet gaa gaa 
Ser Glu Glu 



age ggc ctt 
Ser Gly Leu 
80 

eae aea ggg 
His Thr Gly 



tgc ttt ggg 
Cys Phe Gly 
50 

gag age tee 
Glu Ser Ser 
65 

ttt gtg aeg 
Phe Val Thr 



ttg tae aet 
Leu Tyr Thr 



gag agt gaa 
Glu Ser Glu 



gat gtg gaa 

Asp Val Glu 
70 

gte ttg gaa 

Val Leu Glu 
85 

tge tat tae 

Cys Tyr Tyr 



gtg 559 

Val 

55 

ate 607 
lie 



gtg 655 
Val 



aae 70 3 

A 



